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| Pc DitERRYY

K TRT 2T DA A=V IFIEIZOW T, AV AM—L~v=aT /L (F5E) 2SR TLIEEN,
¥ Activation key 1Z A J1t% 2 FERIAZNERVET, FlolZBI T2 A EINDLL AT, BAHICBRIWEDE FEUY,
KT T TV —ROA L AN=F—=B5HDE AL 8.0 DAV AN—/L1% | FElF TEREL TTES0,
/7]"7::77

Microsoft Windows™ 10.0, 64-bit OS

Microsoft NET 4.8.1 Framework

Microsoft Visual C++ 2019 Redistributable package  *1

SAP Crystal Reports 13.0.17 Runtime for .Net 4.6.1  *1

Microsoft SQL 2014 Express Server  *1

WinZip
*1) VIRI =T DAY A= VIR IR TA AN— L SN E T

/\—F 77 (FRElh E&HELT)
8bit FTT 4 ITHTHE—=BIOT A AT LA (256 taxf)i)
~7 A L< 1% Windows pointing device %t
iR FE 1920 x 1080 D VGA T A AT LA TEMET DU AT A
4 a7 7ty (8 ALvR)
16GB RAM

| £

fi 4T F Database D&% E (TSV DB Utility 3.0)

RIETEIFAL A= N~ =2 T Ve B RUTIES, T = N—2ZA 3T LT — N =Tl B G DE TS,

User &/1\AT—FDERE

TR =2 FHRUER L2 E . WIRINL S BT User O ENMLE TT, *OF#WAHHMIILAEHA T, B
FRUT-IE I Profile 2 BiER CE £,

a—WF—DOMERIE 2 FEHVET,

Lab Supervisor: — A B 17" Lab Supervisor (2720 E 7, T X COEIEHERBHVET,

Lab Technologist: Reference database ®7 75 —h, byl a7 =X OHIR%EITTEEE A,

FHEEX 2T AR ELFICOWTIHIERE SR TIEEN,

Reference database A >HR—

KT —H X=X 3 HATLITH LA =Var BN =23 ET, BIIGL CT v 7 T —hfTo TSN, 7255,
IMGT Library (38%A > R—rTHZENFHETT I, Z DM (Serology. NMDP 72X ? code file) I35 —FED 2 LH>
AL R—=FTEFH A, Library O/ N—Va L5727 Serology 7 7 ANV EaE DL Y%7 7 AN E W=7 A
TTT7—NEIDAREMENRHVET,

XA A — v T 7 BAFHES PC T, [Auto Update | 227V 7 T 5 FT O 7 7 ANV IBA LR —hCExET, FEITA
VIN—RT DA T 7 A V% TC:¥OLI TSV¥data¥catalog] 7 4 /L& IZARTFEL TTZEW,

AL R—MUIBER DD 0B 2BV ET, PC R T7)—AL TWAIIINC R £9728, RIEHYEE A,

Serology Reference file Typesicam Vi 00000

1. Utilities — Update Reference — Update Reference file Z 3R
2. [Serology Equivalent | Z3&RL | 3% %47 7 A /L&A LR —h

NMDP, P and G code

1. Utilities — Update Reference — Update Reference file % EE R
2. [NMDP] P Group] G Group | &3&IRL, &7 7 A% AL HR—h
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IMGT Library, Catalog

1. Utilities — Update Reference — Update Reference file % E&R
2. [Catalog| &N, Y\ —Tar DT L VT —2R—ZABLOREOry NI IGLIchZal AR —h

| &/ 851 —s08E

Utilities — NGS Product Configuration

| NGS Product Configuration

KERER. [Save | 27V 7§ 5L ZDHRDIMITICRIEPKMSNET (RBEDMHT 7 — 2T SEREA),

Assignment Settings

Flnal Assignment %%}j@—é«é%@%%ﬁéﬁ (‘71/}1/2,_‘}\\‘) ;"Z*EA'EE’VC\\%SE—&-O Final Assignment Preference

Locus Code Field

o code (2-8 #7) INMDP/P Group/G Group/Local Code] 23R CXE5, A No Cade -
Demographic TiZ CWD ZREDT 7 A /VEAFETHIET, TL/VBEIZIESE |2 o

Local Code

YANMZIENT LU [rare | F B IIS L ET, DRET |6 aious : :
RN RS S T 7L s a— AN E E AL ATRE T, i _ .- =
FHE OFEAITBIE B2 S L TTZE0, DPET__ Mo Cuns = =~

Analysis Parameters

Configuration Name |

it S (2 — N8, RE IR RIASy TR L) 2R ETEET, Locus: 50 DRBY D381 DPB REAE DA BPT
S5/Mlumina f#EMT DT 7 4V T A>TWDHEIFEIL TSV_DEFAULT, Min Read Length: [100
TSV_9Loci, TSV_WIDE_NET_PARAMETERS T3, Max Insertion: [3
FIH OFEMITRIE B Z S L TIZE, | e :3

ax Mismatcl ases: |5
Health Metric Min Base Read Depth: |ZD
ﬁg‘*ﬁ%%O)*” H/:E%@ (73_]\2‘%%0)%@1ﬁ> %%u /\C‘E_’/G%ij‘o Health Level  Health Metric Trigger Threshold  System Gomment Slt-sr:lriyam
E %b:l)(:/]\’f}%%ﬁléo) ON/OFF %%Eﬁj‘ﬁgfj‘o 2 0 Key Exon Coverage < | 100|% Key exons not adequately covered.
R DRMITHITR L BRL TS, R
Exclude Region

R OB S F- R A A R SRS IR 2 ZEM ATRE T, BRE FIEIC W TIRIE B Z S L TT7ZE 0,

I NGS F—an 1 R—F &R E—F

AVIR—FTEZITF7AILIZDUINT

AL R—FTED NGS 774 /Wi Fastq > Bam 77 /L T7,
LFDEIRT7 7 ANAITT HE, N—a3—R No, Vo7 VA RHBICAR—RSILET,
® IonPGM £ L<I% S5 DA
TonXpress_barcode.samplename_otherinfo.bam
IonXpress_barcode.samplename_otherinfo.fastq
® Illumina MiSeq/MiniSeq/iSeq100 D&
Samplename_S#_ L###_R1_##H fastq
Samplename_S#_ L###_R2_## fastq

KNGS 77 ANDIRA(T 3 NE DG (T2 A LT R EDRNTIEEN, T —H a5t FIA R TERNTT— NI
F9, AT SRTH A LTI H7RNIINTL TTEE N,
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NGS T—A2ND A R—MEE

1. Analyze Data — S5/Illumina

2. Add Fastq/BamFile "% 1Y, Fastq £721% Bam 77 A /L8R

3. Session Name Z/LEDOARICE R T 5

4. BFEENEPRMT G A—2 Jaa s T 7 AL IMGT 5 —F_R—2ADNN—5) 38R T 5

5.  Submit Z2V>7 L THEHTAZ —h (Home B B BIIZRED ET)

% Session Name FEILHDDBBEICH L5 G BEFORE RO N EEEZINET O T, HELTIZEN,

nalyze Data | Repor ta Sample Patientinfo Profile Utilities About Exit

SS/;Humina -E N--I-X:] &0
= 20531130840 Analysis Parameters : | TS/ DEFALLT ation | DEFAULT o|[] Gomment:
[ TS T L0000 = IMGTVer: 34700
] Set Empty Patient 7 Folect Clone Session | [ F0ler Mame 3¢ [ p4d Fasta/Bam from Folder |[ Add F- Fle || Samole Tools || Save || Submit

| ‘sa Barcode  Sample ID Fie Name Sample omple Exss  Patient FraName  Lost Name Bhricty Pati
I

BT PEL-VMES . RRRTLEMES

Home [E[1# C Disable Job Manager #7V>7, #1887 5% 1% Enable Job Manager 27V 7,
BT LI2WEA1E Terminate 227Uy 7,

| iR oz

FEREMET DAL, AROVANIOiEE O Session 452 H 7 VIV 7925

% TypeStream™ Visual (IVD in EU only. USA and Canada: For Research Use Only. Not for use in diagnostic procedures) Regulatory Mode : RUO -
Analyze Dats  Reports Data Sample Patientinfo Profile Utilities About Exit

*HIBAEE.E00 # 0

TypeStream Visual

Navigator

Group: (® Product () Test Date

Database code Updateaon  imponeaon ~|  Data and Catalogs
TypeStream Visual: (local) FUSION_SGL14EXPITSV3.0_220525 NP | -
Used ~ 1% - 75 MB of 10240 MB DB size = ‘ | & @
Ver 3.0.0.27232; created on 2022/05/25 —
is_english|SQL_Latin_General_CP1_CI_AS PGop | | V| oowneas P cawes
IGT 3.47.0 - 2022January_CIWD 8 4
imported on: 05125,
Results Folder: D¥TSV_data¥sesssion_3.04NGS
Total size of D: 3726.02 GB
Available size of D: 3236.67 GB
Audit Log: N/A AuditLog Status: Il
| cotatog Imported On | T Library Imgt Ver Imported On

| Session Summary View

MKEHTRP CHORRTHIENTEET, 2L REENPEISAFEMELHVET O TIEELZEV, Analysis
Status 23 In Press] 1Zfi##T -+, [Not Submitted | IZfENTFF 5,

Edit  Se¢ | H | 3arcode 7 Sample ID Analysis Status A B C D
2 |0 e 1 26615 Confirmed A*02:01:01 "~ 4:03:01 C*06:02:01 |
A*02:05:01 3 0:01:01 C*16:02:01 |
2 |0 o 2 26715 Confirmed A*02:01:01 o 20:01:01 C*06:02:01 |
A*02:05:01 B*51:08:01 C*16:02:01 |
1 o 3 8914 2 Reviewed A*23:01:01:01 B*49:01:01 [+] C*07:01:01 [+] [
A*29:02:01:01 B*58:01:01:01 C*07:18:01:01 I
Z |0 Q =) 1214 Assigned A*01:03:01 B*35:01:01 C*D4:01:01 |
A*24:02:01 B*73:01:01 C*15:05:01 |
PRI e 5 4214 Not Assigned A*332:03:01:01 B*44:03:02:04 C*07:00:01:01 t
A*33:03:01:01 B*44:03:02:04 C*07:06:01:01 I
e FiAERA.
1 | Health Metric FENTHRE ORI ERE T Gk - AL 2 P RONACEEF N EA3ND)

7Y AR (Not assigned/Assigned/Reviewed/Confirmed) D% <, Reviewed
DAL 512, Confirmed DA TR 5T/ D,

v — 73 ADFRMTHE R

Assigned (7% A1) : LK, Reviewed (LE =—H1) :#%, Confirmed (74>
3 | fRATRER FET) HR

Health Metric 235k IS D1 — B 238 BB AAIT25,

% Analysis Status NE HSNDHEEDEMED T AL AERINFRRIND

2 Analysis Status
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REdit K& 20 E 220070 FRERICF 2o 2% A, ZBEE OK +5, HRIEIIRT v & Ray 7 Talfg,

| Session Detail View

BY T NVIESRD [+ 1570

e L . e e L
56 2d 2*01:03:01 =42:01 C07:01:01 [+] 01:01:01 DRB3*01:01:03 QA1701:02:01:06
s 0@ 1 2 Azt ] st C*15:02:01:01 02:01:11 DRB3=03:01:01 4 DQAL=01:03:01:08
J— [— I J—— e —————————
I Sel H  Loaus Allele 1 h[KIN]I]l Notes 1 Allele 2 [K/N/I]2 | Notes2 System Comments Coverage
O @a A"01:03:01 0/0/1] NEW A*31:01:02:01 fo/0/a] Mismatch(es) in an intron. | L — S i, i, |
e —— b
O Qg B*42:01:01:01 0/0/0] B*51:01:01 [+] [0/0/0%] High Background position(s w
O @ C*07:01:01 [+] 0/0/0] C*15:02:01:01 fo/a/al — o SIS e,
g o i i
O ODREI DRB1*13:01:01:01 0/0/0] DRB1*13:02:01:11 [o/o/0] Two or more variants canng .. M
O QDREMS DRB3*01:01:02:04 0/0/0] DRB3*03:01:01 [+] [o/o/0] High Background pesition(s| M
O @ooar || DQAI*01:02:01:06 0/0/0¥] DQAL*01:03:01:09 [0/0/0%] B

1 Allele 1 or Allele 2

TH AL ENT=T b, [+HIE ambiguity 2352 %777, % Phase ambiguity |Z

R 53 AR DT 72D,

2 | [K/N/]

TLIVDI A~ Tk

K:Key Exon (Class I iZ Exon 2,3, Class II /% Exon 2) DIA<vF %L, N:
Non Key Exon OIZA~>F{HH, I: Intron/UTR DOIA~ > F %L

IV A SN T L VICR BRI S (F e A MdS) BB ENDTEE TR T,

3 System Comments

T 7 M kD BB A b, Health Metric T#RZ & alHE

4 Coverage

T DY —R D~y B 7RI

FR:TLIV 1, FH T LV 2, ZL— 3l 2456 Exon, /K {4 unphased fEI

| Analysis Panel

Assignment 47

TLNWAOETET NIy 7358, B FEBICT LVEIER SR RSILD

Assignment Allele 1 Maiches Allele 2 Maiches Variant Health Stals Statistics

Oworetest 308 [l [ 1=l

Sl [ wmm Al - (kmm| Final Allele Assignment
G O Aol o A020501:01 Allete 1 system Comments
20201 1 oo 0205 2 oo NoCode v| |© 3field |© 7] [@]31eld [© Ruled out possile cis<rana il par of A'02:1028 A-02:623.
[m] [m] 3
User Comments

e I — 6

0 ] 4

Assignment History. —

1 | Allele 1 TV 1 OFER, F =% A= 7 —47) Final Allele Assignment (2R,

2 | Allele 2 T 2 DFER, F =% AiLT=7 —4 75 Final Allele Assignment (2R,

3 Final Allele | 7H AL LT Ib, HRERITT AL T UILRKEITRIRTES,
Assignment

4 | Analysis Status

THAARILOYTE (Assigned : B KT, Reviewed: §k, Confirmed: 48),
Undo THID MDY AIHETZ Y, not assigned (ZIZEIVRLY,

5 System Comments

Session Detail View 3 &[] U,

6 User Comments

a—Y—ickDiBR
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Allele 1 Matches/Allele 2 Matches 47 f . T

ZT LD close match DRIZHHFEEDERWT LAV AMNFRRLET, o

Variant 47

TLv 1 &2 TRRDEHNEDY AN FRLET,
B I35 DB TDTLIANRT 25 FRLET,

| Reads View

Session Detail View THE—NADT VT 7y (A72E) 20Uy

few Difference B —— = L J——— =——
= C Is —= = —— —_—
>|[ Tooks | [
=

— e —
variants I I TITE | | | I LTI I T I THTT T I N N I Y N | T T
B |

B*44:03:01:19 2
01

Info  Detail Liste Novel Bases

[56] UTR5-229, UTR5-229

Read Depth: 363 c

B#44:03:01:19 c

Ref Base: G F

G: 100,008 (202)

B#50:01:01:01
£ Base:

se:
G: 100.008 175)

i &

View Difference:2 DO T L /LR TR A IED L FREIND

1 | View Base: T _XTOHEENFERIND

View Raw Base:

2 | 7T —var GEE%R)

Closet allele 31U Consensus sequence DE R, [+ DAL EDT L VA THIAA TR T DL, IBINTHE
FERL S A KR T HIENTED,

Closet allele 3L, o7/ BERLT- Consensus sequence DX FEFLF,

4 | TVIVETTRRBEIE AL U R0 E . Depth 23 EMEL T OEIE  f o & High background ™
bR SN 5y

4 D= NEEDOETEEOFM, 2O EICY vy 7SN — N EOEEN TR RSN, FU—K
(=Y NG DR TG AT — R EDOIR~Yy F L L FoREND,

BIV—RD~oE 7RI, BT T LV, HLLUET =K (ITlumina V—RD54) THa@ 45—k,
FEEC DA XY — RO E CTH 2717 —Modify read colors TITx.%,

2DT )T —as il onNT

Variants T RO E FLoy
MismatchPos_[Allele 1/2] Allele1/2 DIA=F DALE DS
HighBackGround_[Allele 1/2] IR I T T RS EN ML BN EY S
LowCoverage_[Allele 1/2] Coverage 2MEW (F 74 /L 2L 20 V—R LA F) L& ok
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| 7—sn&E-79rFub

Ty aid TR TCIC¥OLI TSV¥data¥session¥NGS [ IZBRFESNTWET, Byiar T —40Ex 58, PC DA
N —2% BB LB EDELS 2D A R HV ET,

FRNTHIME T L7z Session 1%, FRre®OWTINDHIETEITIZEEBEIOLET,

Yo ar® Export:yial® zip 7 ANVPEREINET, ey ar 7LV RIS ET,

Yo al® Archive: &y al @ zip 7 A NAPERSINET, DBy a7 A VITHIBRENET,

i ar® Condense: Byl a FO—EOT7 7 AVNEMSNET, TDOEYar 77 A /VTHRFSHE
7

Ty alr® Delete: By araHELET, HTILTEEEA,

|
1 GCEE)

I . Zip 274 IDEREZEZ S & Import/Unarchive MTEHLHRYET,
I

I

|

I

Lip 727 M IVDRESFHFEZEELTH. Import [LH[EETT,
Import/Unarchive 3% &, LIRTIZT>7= Confirm) 4> lSave] DA T—R XIXHEShFET,

= - -
Byert LJ
= = —
Famdy 1D
—
Coseg e
cae -
R
— Coe ]
[Re= ] [ ]

— @w [vmiiom |_iinzo | MWD

Dty ard Export

1. Data ZER
2. session £ CF =y 7% AL (BETHA]) | [Export to ZIP &7V
3.  Export L7z ZIP 77 /VZ, C:¥OLI TSV¥data¥temp 7A4/VZIZAD

tvyiar® Import & XA D SQL T—E2_R—XA® Import L, FAIRETY

1. Data ZE4RL . [Tmport from Zip | &2V >7
2. Import L7z Session @ Zip 7 71 /L & 5&R

@ty 3> Archive

1. Data Z%R
2. session £ CTF =y 7% AL (FEECTHA]) | [Archive #27U> 2
3. Archive L7z ZIP 7 7(/V 1%, C:¥OLI TSV¥data¥temp 7#/LZIZAD

123> ® Unarchive ik XBIMD SQL T—H2R—XTD Unarchive (I TEFEEA

1. Archive L7z ZIP 74 /4 % C:¥OLI TSV¥data¥temp (ZHDHI &R
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2.

Data %L . session 42T =7 % AL [Unarchive | %27V v 7
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@ty ad Condense

1.
2.

Data Z3&ER
session 4 IZT = 7% AN (% TH 7)), TCondense | 227V >7

¥ session ZHERRLTZWGAIL, 8% 8D Navigator 2°5 session £ %27V (Rt ARV D30 D0 F97)

@ty ard Delete

1.
2.

Data Zi&R
session A ZF = 7% AL (#EETHA]) | [Delete | 2270y

| R OLR—F

1.
2.

3.
4.
5.

Reports &R
NGS $L<IZ Speciality 735, H ) L7z ER AR
(NGS oI TEL D)

Genotype Summary .pdf 3L Genotype Summary Table .csv: fi##THE 8 (7L /L, Final Assignment) .

I MER V- RIE R E)

Genotype Summary Health .csv: Coverage Stats 33X Health Stats
H1L720 Session E7213H o 7 T =v o Ad
(LB C ) A BINT — 2% 8IRT 5
OERUCID) RAFG 7T, IR A7 4 —~ v M i2iR
KEIMICEIENSERDEE . C¥0OLI TSV¥data¥report (IR FSNET,

Analyze Data Reports Data Sample PatientInfo Profile Utilities About Exit

BAEE . H00 "o
NGS  Specialty,

® and O
Health:
® and ()
Test Date:
Sassion
Date:
Local ID:

Tech ID:

Session
Status:

o

Patient N
=2 Patiert info
s ]
Sample ID: |~ EI View Report || Export Report
ReportOptions
Name:
Specificity:

] | semom e
or
[ oi-[ 0 1
2022/05/17 | ~ |2022/05/31 ~

[ Indude all recards for samples

e Catalog ID
Demo_woa_3.0_3.47 A | ALt v

Demo_TDX_FAST Balanced_347 30 2022205 ALL-FASTI1LFX 003 0
Demo_TDX_FAST_lllumina_347_30 2022058 ALL-FAST11LFX_003_01

=

&

34700 NGS
34700 NGS

=

1
1
1
1
1

:g Demeo_FAST_lllumina_Balanced_3.46_3.. 2022405 A.. ALL-FAST11LFX_DD4_00 314600 NGS
- - B _FAST_lllumina_2.46_3.0 20225088 . ALL-FAST11LFX 00400 34600  NGS
Mare Tests Needed
ves ONo @4l
[ome ] i ]
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7| IMGT '7|Product Type ¥| User | Session Status W| Session Date 7|

2022805 F 268
2022405 A 268
2022505 F 268
2022505 A 26H




