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ol WHEN DECISIONS MATTER

"k"genesight

Use As Directed

Likely well tolerated and

efficacious

Moderate Gene-Drug Interaction

Significant Gene-Drug Interaction

Poorly tolerated and/or efficacy

concerns
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Sample

HG00111
HG00156
HG00373
HG00423
HG00589
HG01190
HGO01680
HGO03225
HG03246
NADG984
NAODG9EY
NA10863
NA12282
NA12400

ABCB1
G/G
A/G
A/A
G/G
A/G
AlG
A/G
G/G
A/G
G/G
G/G
A/G
A/A
A/G

APOE
E3/E3
E3/E3
E3/E3
E3/E3
E3/E3
E3/E3
E3/E3
E3/E3
E3/E3
E2/E3
E2/E4
No Call
E3/E3
E3/E3

COMT
A/A
A/G
A/G
A/G
AlG
A/G
A/G
G/G
A/G
G/G
A/G
G/G
A/G
A/A

CYP1A2

B6

*1A/*1A
*1A/*1F
*1F/*1F

*1/*1L

*1A/*1L
*1A/*1A
*1A/*1F
*1A/*1F
*1A/*1A
*1A/*1F
*1A/*1A
*1A/*1F
*1A/*1F
*1A/*1A

"1/*1
l.lltl
ltlltl
"1/*1
IF1/*1
€ he )

"o
*1/*6
"1
'.1/'1
|‘1/‘6
'1/'6
[1/*1

CYP2C19 CYP2C9
-1/-1 -1/'1
*1/*1 x| o
*1/*17 "1/
-1/-5 'L"’ .
YT E
_mg@ﬁﬁ}
2l o
"/"17 "1
*"3/*17 [*1/*1
/17 |"/"1
.1/.1 *2/*2
NoCall *1/*1
-1/-1 -1/‘1
*1/*1 *2/*2
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34
35
51
52
53
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72
73
74
38
71
11
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Sample CNVDeta| NV

3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
3N+
IN

IN

IN

ICNVQuality
(2.87-0.16-HighConf)
(3.14-0.11-HighConf)
(3.02-0.06-HighConf)
(2.57-0.12-LowConf)
(3.03-0.12-HighConf)
(3.09-0.14-HighConf)
(3.48-0.22-LowConf)
(3.53-0.17-LowConf)
(2.76-0.14-MedConf)
(4.01-0.23-HighConf)
(3.32-0.16-MedConf)
(2.93-0.17-HighConf)
(3.9-0.17-HighConf)
(2.87-0.22-HighConf)
(3.41-0.14-LowConf)
(1.15-0.09-HighConf)
(1.15-0.05-HighConf)

(1.07-0.11-HighConf)

HybridStatus
*13

*13

*13

*13
*exon 9
*exon 9
*exon9
*exon 9
*exon 9
*exon 9
*exon 9
*exon 9
*exon 9
*68

*68

CNVFunctionalOutcome JQCStatus QCMessage

2N(1.87)
2N(2.14)
2N(2.02)
2N(1.57)
2N(1.91)
2N(1.93)
2N(1.81)
2N(1.9)
2N(1.65)
2N(2.04)
2N(2.29)
2N(1.89)
3N+(2.98)
2N(1.88)
2N(2.34)
1N(1.15)
1N(1.15)
1N(1.07)

PASS
PASS
PASS
PASS
PASS
PASS

PASS CNV value of 3.48 is inside the No Call zone.

PASS
PASS
PASS
PASS
PASS
PASS
PASS
PASS
PASS
PASS
PASS

PGX7__\\_9§CJ: [') %*EHEA

EIZHE

17



RS FyT v

OF RTHELF VI D YR Ui?’

EH_ BRI F | FuSIr <ot [T TM

AGN-13250F
96 well CPM
AGN-13247F 320
VeriDose Core Panel CPM
AGN-13248D 256
384 well CPM
AGN-13246D 1280
AGN-13180F 192
VeriDose CYP2D6 CNV Panel CPM 96 well CPM
AGN-13179F 960
VeriDose Core/CYP2D6 CNV Panel ~AGN-13249F 96 well CPM 240
set CPM AGN-13251D 384 well CPM 960

o BIER—D
— https://www.veritastk.co.jp/products/PGN-AGN019.html

— https://www.veritastk.co.jp/products/PGN-AGN030.html
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